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Supplementary Figure S1 GO secondary node annotation classification of cold-temperature
adaptation genes



Supplementary Figure S2 Top 20 enriched GO terms for candidate genes. (a–c, cold-temperature

adaptation genes; d–f, high-temperature adaptation genes; g–i, warm-temperature adaptation

genes).



Supplementary Figure S3 GO secondary node annotation classification of high-temperature
adaptation genes.

Supplementary Figure S4 GO secondary node annotation classification of warm-temperature
adaptation genes.
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