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Supplementary Figure S1 Detailed sequences of full-length Fto and Fto without NLS for Fto 
expression
Sequence marked in red is NLS.



Supplementary Figure S2 Detailed sequences of two Cdk5 (Cdk5 and Cdk5-VS) isoforms (Cdk5 
and Cdk5-VS) Highlighted sequence is the sequence of exon 7 that does not exist in Cdk5-VS.



Supplementary Figure S3 m6A sites predicted in Ki67, Pcna, and Cdk5 mRNA by SRAMP 
software



Supplementary Figure S4 Sequencing results of two Cdk5 alternative splicing isoforms (Cdk5 
and Cdk5-VS)
Arrows show alternative splicing sites. Sequence in red box is partial sequence of exon 7 that does 
not exist in Cdk5-VS.

Supplementary Figure S5 Alkbh5 mRNA expression level during primordial follicle assembly 
detected by RT-qPCR **: P<0.01.




