
Supplementary Table S1 Sequences used in this study with GenBank accession Nos. and
references
Taxon name GenBank accession No. References
Barbatula minxianensis KX373849 Feng et al., 2017
Claea dabryi NC029242 Li et al., 2017
Eonemachilus nigromaculatus MW532081 Du et al., 2021
Homatula berezowskii MH125163 Li et al., 2020
Lefua costata DQ105196 Tang et al., 2006
L. echigonia AB080180 Saka et al., 2003
L. nikkonis AB100919 Saka et al., 2003
Micronemacheilus cruciatus AP012142 Luo et al., 2019
Nemacheilus pallidus GQ174370 Havird et al., 2010
N. ornatus GQ174363 Havird et al., 2010
Oreonectes guilinensis MN239094 Huang et al., 2019
O. platycephalus DQ105197 Tang et al., 2006
Petruichthys brevis NC031637 Luo et al., 2019
Schistura bucculenta JB837654 Huang et al., 2019
S. callichromus JB837652 Sgouros et al., 2019
S. caudofurca JB837651 Sgouros et al., 2019
S. fasciolata HM010565 Min et al., 2012
S. latifasciata JN837653 Min et al., 2012
Triplophysa bleekeri FJ406605 Sgouros et al., 2019
T. orientalis DQ105251 Tang et al., 2006
T. rosa NC019587 Wang et al., 2012
T. stewarti DQ105248 Tang et al., 2006
T. tenius KX373841 Huang et al., 2019
T. wuweiensis KX373838 Huang et al., 2019
Troglonectes daqikongensis KU987436 Huang et al., 2019
T. furcocaudalis NC032384 Luo et al., 2017
T. hechiensis sp. nov. MW495267 This study
T. hechiensis sp. nov. MW495268 This study
T. hechiensis sp. nov. MW495269 This study
T. jiarongensis KU987437 Huang et al., 2019
T. shuilongensis KF640641 Huang et al., 2019
Yunnanilus jiuchiensis MW532080 Du et al., 2021
Y. pulcherrimus MK387705 Luo et al., 2019
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